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SANTA CRUZ BIOTECHNOLOQY, INC.

MAD1 (h2): 293T Lysate: sc-177505

The Power to Question

|BACKGROUND | |APPLICATIONS
Cell cycle progression is subject to arrest at the mitotic spindle assembly MAD1 (h2): 293T Lysate is suitable as a Western Blotting positive control
checkpoint in response to incorrect spindle fiber assembly. MAD1 and MAD?2 for human reactive MAD1 antibodies. Recommended use: 10-20 pl per lane.

(for mitotic arrest-deficient 1 and 2) are components of the mitotic spindle
checkpoint. Incorrect spindle assembly in normal cells leads to mitotic arrest.
MAD1 prevents the onset of anaphase until all chromosomes are aligned
correctly at the metaphase plate and is crucial for anchoring MAD2L1 to the MAD1 (117-470): sc-65493 is recommended as a positive control antibody for
nuclear periphery. It also plays an important role in septum positioning. Western Blot analysis of enhanced human MAD1 expression in MAD1 trans-
MAD?1 can form a homo-dimer, but may also form a heterodimer with MAD2 fected 293T cells (starting dilution 1:100, dilution range 1:100-1:1,000).

to form the tetrameric MAD1L1-MAD2L1 core complex. MAD1 localizes pri-
marily to the nucleus, but during mitosis, it moves from a nuclear distribution | DATA |
to the centrosome, to the spindle midzone and then on to the midbody. MAD1
activity is induced by BUB1 and the protein is hyperphosphorylated after A B A B
mitotic spindle damage and/or in late S through M phase. Defects in the 132K— K

gene encoding for MAD1, MAD1L1, play a major role in the development
and progression of various cancer types.

Control 293T Lysate: sc-117752 is available as a Western Blotting negative
control lysate derived from non-transfected 293T cells.
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See our web site at www.scbt.com for detailed protocols and support
products.
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|CHROMOSOMAL LOCATION |
Genetic locus: MAD1L1 (human) mapping to 7p22.3.

[PRODUCT |

MAD1 (h2): 293T Lysate represents a lysate of human MAD1 transfected
293T cells and is provided as 100 pg protein in 200 pl SDS-PAGE buffer.
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