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SANTA CRUZ BIOTECHNOLOQY, INC.

MCEE siRNA (m): sc-149318

The Power to Question

|BACKGROUND | [PRODUCT |
MCEE (methylmalonyl CoA epimerase), also known as GLODZ2 or DL- MCEE siRNA (m) is a pool of 2 target-specific 19-25 nt siRNAs designed to
methylmalonyl-CoA racemase, is a 176 amino acid mitochondrial protein knock down gene expression. Each vial contains 3.3 nmol of lyophilized
that belongs to the glyoxalase | family. MCEE catalyzes the interconversion siRNA, sufficient for a 10 uM solution once resuspended using protocol
of D- and L-methylmalonyl-CoA during the breakdown of branched chain below. Suitable for 50-100 transfections. Also see MCEE shRNA Plasmid (m):
amino acids. The gene encoding MCEE maps to human chromosome 2p13.3. sc-149318-SH and MCEE shRNA (m) Lentiviral Particles: sc-149318-V as
Defects in the MCEE gene are the cause of an autosomal recessive disease alternate gene silencing products.

known as methylmalonyl-CoA epimerase deficiency (MCEE deficiency), methyl-

. S S For independent verification of MCEE ilenci Its, I
malonyl-CoA racemase deficiency or methylmalonic aciduria type 3, which is or independant verification of MCEE (m) gene silencing results, we also

haracterized by mild to moderate methvimalonic aciduri provide the individual siRNA duplex components. Each is available as
charactenized by mild to moderate methylmalonic acidunia. 3.3 nmol of Iyophilized siRNA. These include: sc-149318A and sc-149318B.
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| |STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.

homozygous nonsense mutation in the methylmalonyl-CoA epimerase MCEE siRNA (m) is recommended for the inhibition of MCEE expression in
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Semi-quantitative RT-PCR may be performed to monitor MCEE gene expres-
sion knockdown using RT-PCR Primer: MCEE (m)-PR: sc-149318-PR (20 pl).
Annealing temperature for the primers should be 55-60° C and the extension

7. Online Mendelian Inheritance in Man, OMIM™. 2009. Johns Hopkins temperature should be 68-72° C.
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http://www.ncbi.nIm.nih.gov/omim/ |RESEARCH USE |

| CHROMOSOMAL LOCATION | For research use only, not for use in diagnostic procedures.

Genetic locus: Mcee (mouse) mapping to 7 C.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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