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SANTA CRUZ BIOTECHNOLOQY, INC.

MEFSD9 siRNA (m): sc-149412

The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION

The major facilitator superfamily consists of presumed carbohydrate trans- Genetic locus: Mfsd9 (mouse) mapping to 1 B.
porters with 10 to 12 membrane-spanning domains. MFSD9 (major facilitator

superfamily domain containing 9), also known as PSEC0066, is a 474 amino | PRODUCT

acid multi-pass membrane protein that belongs to the major facilitator super- MFSD9 siRNA (m) is a target-specific 19-25 nt siRNA designed to knock
family and is encodgd by a gene_that maps to human chromosome 2q12.1. down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,
Chromosome 2 consists of 237 million bases, encodes over 1,400 genes and sufficient for a 10 uM solution once resuspended using protocol below.

makes up approximately 8% of the human genome. A number of genetic dis- g jiaple for 50-100 transfections. Also see MFSDI shRNA Plasmid (m):

eases are linked to genes on chromosome 2. Harlequin icthyosis, a rare and sc-149412-SH and MFSD9 shRNA (m) Lentiviral Particles: sc-149412-V as
morbid skin deformity, is associated with mutations in the ABCA12 gene. The alternate gene silencing products.

lipid metabolic disorder sitosterolemia is associated with ABCG5 and ABCG8.

An extremely rare recessive genetic disorder, Alstrom syndrome, is due to | STORAGE AND RESUSPENSION

mutations in the ALMS1 gene. - - - )
Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

| REFERENCES | one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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ABCG (white) gene subfamily maps to human chromosome 2p21 in the

region of the sitosterolemia locus. Cytogenet. Cell Genet. 92: 204-208. For optimal siRNA transfection efficiency, Santa Gruz Biotechnology's

siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
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- e C ' s L PROTOCOLS
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The consensus coding sequences of human breast and colorectal cancers. products.

Science 314: 268-274.
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