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SANTA CRUZ BIOTECHNOLOQY, INC.

TMEM178 siRNA (m): sc-154415

The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION

Transmembrane protein 178 (TMEM 178) is a 297 amino acid protein that is Genetic locus: Tmem178 (mouse) mapping to 17 E3.
localized to the membrane. TMEM178 is a multi-pass membrane protein with

identified homologs in mouse, rat and Xenopus. Human TMEM178 contains | PRODUCT

a 25 amino acid signal peptide and a mature chain that spans amino acids TMEM178 siRNA (m} is a pool of 3 target-specific 19-25 nt siRNAs
26 to 297. Two isoforms of TMEM178 exist as a result of alternative splicing designed to knock down gene expression. Each vial contains 3.3 nmol of

events. TMEM178 is encoded by a gene that maps to chromosome 2. The lyophilized siRNA, sufficient for a 10 uM solution once resuspended using

second largest human chromosome, 2 consists of 237 million bases encod- protocol below. Suitable for 50-100 transfections. Also see TMEM178

ing over 1,400 genes and making up approximately 8% of the human genome. ShRNA Plasmid (m): sc-154415-SH and TMEM178 shRNA (m) Lentiviral
Interestingly, chromosome 2 contains what appears to be a vestigial second Particles: sc-154415-V as alternate gene silencing products.
centromere and vestigial telomeres which gives credence to the hypothesis

that human chromosome 2 is the result of an ancient fusion of two ancestral For independent verification of TMEM178 (m) gene silencing results, we

chromosomes seen in modern form today in apes. also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-154415A, sc-154415B and
|REFERENCES | sc-154415C.
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