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BACKGROUND

Zinc-finger proteins contain DNA-binding domains and have a wide variety of
functions, most of which encompass some form of transcriptional activation
or repression. A member of the Krüppel C2H2-type zinc-finger protein family,
ZKSCAN2, also known as ZNF694, is a 967 amino acid nuclear protein con-
taining six C2H2-type zinc fingers, one KRAB A domain and one SCAN box
domain. Like many other KRAB A box-containing proteins, ZKSCAN2 is sug-
gested to function as a transcriptional repressor. As a result of alternative
splicing, two transcripts of ZKSCAN2 exist. The gene encoding ZKSCAN2
maps to human chromosome 16p12.1, which encodes over 900 genes and
comprises nearly 3% of the human genome. The rare disorder Rubinstein-
Taybi syndrome is also associated with chromosome 16, as is Crohn’s disease,
which is a gastrointestinal inflammatory condition.

REFERENCES

1. Baraitser, M. and Preece, M.A. 1983. The Rubinstein-Taybi syndrome:
occurrence in two sets of identical twins. Clin. Genet. 23: 318-320.

2. Breuning, M.H., Dauwerse, H.G., Fugazza, G., Saris, J.J., Spruit, L., Wijnen,
H., Tommerup, N., van der Hagen, C.B., Imaizumi, K., Kuroki, Y., van den
Boogaard, M.J., de Pater, J.M., Mariman, E.C., Hamel, B.C., et al. 1993.
Rubinstein-Taybi syndrome caused by submicroscopic deletions within
16p13.3. Am. J. Hum. Genet. 52: 249-254.

3. Ota, T., Suzuki, Y., Nishikawa, T., Otsuki, T., Sugiyama, T., Irie, R.,
Wakamatsu, A., Hayashi, K., Sato, H., Nagai, K., Kimura, K., Makita, H.,
Sekine, M., Obayashi, M., Nishi, T., Shibahara, T., Tanaka, T., et al. 2004.
Complete sequencing and characterization of 21,243 full-length human
cDNAs. Nat. Genet. 36: 40-45.

4. Martin, J., Han, C., Gordon, L.A., Terry, A., Prabhakar, S., She, X., Xie, G.,
Hellsten, U., Chan, Y.M., Altherr, M., Couronne, O., Aerts, A., Bajorek, E.,
Black, S., Blumer, H., Branscomb, E., Brown, N.C., Bruno, W.J., et al. 2004.
The sequence and analysis of duplication-rich human chromosome 16.
Nature 432: 988-994.

5. Gerhard, D.S., Wagner, L., Feingold, E.A., Shenmen, C.M., Grouse, L.H.,
Schuler, G., Klein, S.L., Old, S., Rasooly, R., Good, P., Guyer, M., Peck, A.M.,
Derge, J.G., Lipman, D., Collins, F.S., Jang, W., Sherry, S., Feolo, M., et al.
2004. The status, quality, and expansion of the NIH full-length cDNA proj-
ect: the Mammalian Gene Collection (MGC). Genome Res. 14: 2121-2127.

6. Bechtel, S., Rosenfelder, H., Duda, A., Schmidt, C.P., Ernst, U., Wellenreuther,
R., Mehrle, A., Schuster, C., Bahr, A., Blöcker, H., Heubner, D., Hoerlein, A.,
Michel, G., Wedler, H., Köhrer, K., Ottenwälder, B., Poustka, A., et al. 2007.
The full-ORF clone resource of the German cDNA Consortium. BMC
Genomics 8: 399.

7. Dephoure, N., Zhou, C., Villen, J., Beausoleil, S.A., Bakalarski, C.E., Elledge,
S.J. and Gygi, S.P. 2008. A quantitative atlas of mitotic phosphorylation.
Proc. Natl. Acad. Sci. USA 105: 10762-10767.

PROTOCOLS

See our web site at www.scbt.com for detailed protocols and support
products.

CHROMOSOMAL LOCATION

Genetic locus: Zkscan2 (mouse) mapping to 7 F3.

PRODUCT

ZKSCAN2 siRNA (m) is a target-specific 19-25 nt siRNA designed to knock
down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,
sufficient for a 10 µM solution once resuspended using protocol below.
Suitable for 50-100 transfections. Also see ZKSCAN2 shRNA Plasmid (m):
sc-155624-SH and ZKSCAN2 shRNA (m) Lentiviral Particles: sc-155624-V as
alternate gene silencing products.

STORAGE AND RESUSPENSION

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.

Resuspend lyophilized siRNA duplex in 330 µl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 µl of RNAse-free water
makes a 10 µM solution in a 10 µM Tris-HCl, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

APPLICATIONS

ZKSCAN2 siRNA (m) is recommended for the inhibition of ZKSCAN2 expres-
sion in mouse cells.

SUPPORT REAGENTS

For optimal siRNA transfection efficiency, Santa Cruz Biotechnology’s
siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
sc-36868 (20 ml) and siRNA Dilution Buffer: sc-29527 (1.5 ml) are recom-
mended. Control siRNAs or Fluorescein Conjugated Control siRNAs are
available as 10 µM in 66 µl. Each contain a scrambled sequence that will 
not lead to the specific degradation of any known cellular mRNA. Fluorescein
Conjugated Control siRNAs include: sc-36869, sc-44239, sc-44240 and 
sc-44241. Control siRNAs include: sc-37007, sc-44230, sc-44231, sc-44232,
sc-44233, sc-44234, sc-44235, sc-44236, sc-44237 and sc-44238.

RT-PCR REAGENTS

Semi-quantitative RT-PCR may be performed to monitor ZKSCAN2 gene
expression knockdown using RT-PCR Primer: ZKSCAN2 (m)-PR: sc-155624-PR
(20 µl). Annealing temperature for the primers should be 55-60° C and the
extension temperature should be 68-72° C.

RESEARCH USE

For research use only, not for use in diagnostic procedures.


