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% Abnova

ATOH1 Pre-design Chimera RNAi

Catalog # : HO0000474-R01

List All

Specification

g : [ 10 nmol ][ 20 nmol ]

Application Image

Product Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA.
Description:

Reactivity: Human

Supplied DEPC water

Product:

Target Refseq: NM_005172

Target Region:

Coding sequence

Storage Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
Instruction: product integrity.
Note: Position of the Chimera RNAI.
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Applications

RNAi Knockdown

Gene Information

Entrez GenelD: 474

Gene Name: ATOH1
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Gene Alias: ATH1,HATH1,MATH-1,bHLHa14

Gene atonal homolog 1 (Drosophila)
Description:
Omim ID: 601461

Gene Ontology: Hyperlink

Gene Summary: This protein belongs to the basic helix-loop-helix (BHLH) family of
transcription factors. It activates E-box dependent transcription along
with E47. [provided by RefSeq

Other atonal homolog 1
Designations:

MBI | RAMEBCR | EERMEE | EnkthE
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