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Specification

Product
Description:

Homo sapiens ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E
isoform 1 (ATP6V1E1), mRNA.

Reactivity: Human

Supplied
Product:

DEPC water

Target Refseq: NM_001696

Storage
Instruction:

Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
product integrity.

Note: Position of the Chimera RNAi.
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Applications

RNAi Knockdown

Application Image

RNAi Knockdown

Gene Information

Entrez GeneID: 529

Gene Name: ATP6V1E1

Gene Alias: ATP6E,ATP6E2,ATP6V1E,P31,Vma4

List All

Catalog # : H00000529-R02 規格  : [ 10 nmol ] [ 20 nmol ]

ATP6V1E1 Pre-design Chimera RNAi
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Gene
Description:

ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1

Omim ID: 108746

Gene Ontology: Hyperlink

Gene Summary: This gene encodes a component of vacuolar ATPase (V-ATPase), a
multisubunit enzyme that mediates acidification of eukaryotic
intracellular organelles. V-ATPase dependent organelle acidification is
necessary for such intracellular processes as protein sorting, zymogen
activation, receptor-mediated endocytosis, and synaptic vesicle proton
gradient generation. V-ATPase is composed of a cytosolic V1 domain
and a transmembrane V0 domain. The V1 domain consists of three A,
three B, and two G subunits, as well as a C, D, E, F, and H subunit. The
V1 domain contains the ATP catalytic site. This gene encodes alternate
transcriptional splice variants, encoding different V1 domain E subunit
isoforms. Pseudogenes for this gene have been found in the genome.
[provided by RefSeq

Other
Designations:

ATPase, H+ transporting, lysosomal (vacuolar proton pump) 31kD,H(+)-
transporting two-sector ATPase, 31kDa subunit,H+-transporting ATP
synthase chain E, vacuolar,V-ATPase, subunit E,vacuolar H+ ATPase
E1

Gene Pathway

Epithelial cell signaling in Helicobacter pylori infection Metabolic pathways
Oxidative phosphorylation Vibrio cholerae infection
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