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Specification

Product
Description:

Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA.

Reactivity: Human

Supplied
Product:

DEPC water

Target Refseq: NM_000465

Target Region: Coding sequence

Storage
Instruction:

Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
product integrity.

Note: Position of the Chimera RNAi.
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2005 Jul 1;33(Web Server issue):W589-91.

2. Functional dissection of siRNA sequence by systematic DNA substitution: modified
siRNA with a DNA seed arm is a powerful tool for mammalian gene silencing with
significantly reduced off-target effect.
Ui-Tei K, Naito Y, Zenno S, Nishi K, Yamato K, Takahashi F, Juni A, Saigo K.Nucleic
Acids Res. 2008 Apr;36(7):2136-51. Epub 2008 Feb 11.

3. Guidelines for the selection of highly effective siRNA sequences for mammalian and
chick RNA interference.
Ui-Tei K, Naito Y, Takahashi F, Haraguchi T, Ohki-Hamazaki H, Juni A, Ueda R, Saigo
K.Nucleic Acids Res. 2004 Feb 9;32(3):936-48. Print 2004.

4. siDirect: highly effective, target-specific siRNA design software for mammalian RNA
interference.
Naito Y, Yamada T, Ui-Tei K, Morishita S, Saigo K.Nucleic Acids Res. 2004 Jul
1;32(Web Server issue):W124-9.

Applications

RNAi Knockdown

Application Image

RNAi Knockdown

Gene Information

Entrez GeneID: 580

Gene Name: BARD1

List All

Catalog # : H00000580-R01 規格規格  : [ 10 nmol ] [ 20 nmol ]

BARD1 Pre-design Chimera RNAi
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Gene Alias: -

Gene
Description:

BRCA1 associated RING domain 1

Omim ID: 114480, 601593

Gene Ontology: Hyperlink

Gene Summary: This gene encodes a protein which interacts with the N-terminal region
of BRCA1. In addition to its ability to bind BRCA1 in vivo and in vitro, it
shares homology with the 2 most conserved regions of BRCA1: the N-
terminal RING motif and the C-terminal BRCT domain. The RING motif is
a cysteine-rich sequence found in a variety of proteins that regulate cell
growth, including the products of tumor suppressor genes and dominant
protooncogenes. This protein also contains 3 tandem ankyrin repeats.
The BARD1/BRCA1 interaction is disrupted by tumorigenic amino acid
substitutions in BRCA1, implying that the formation of a stable complex
between these proteins may be an essential aspect of BRCA1 tumor
suppression. This protein may be the target of oncogenic mutations in
breast or ovarian cancer. [provided by RefSeq

Other
Designations:

BRCA1-associated RING domain 1,BRCA1-associated RING domain
gene 1

Related Disease

Adenocarcinoma Ataxia telangiectasia Breast cancer Breast Neoplasms
Breast Neoplasms, Male Carcinoma in Situ Carcinoma, Ductal, Breast
Carcinoma, Intraductal, Noninfiltrating Carcinoma, Lobular Carcinoma, Medullary
Colorectal Neoplasms Esophageal Neoplasms Genetic Predisposition to Disease
Lung Neoplasms Neoplasms, Glandular and Epithelial Neoplastic Syndromes, Hereditary
Neuroblastoma Ovarian cancer Ovarian Neoplasms
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服務條款  |  隱私權政策  |  著作及商標  |  網站地圖

©2016  亞諾法生技股份有限公司 Abnova Corporation. 版權所有.

Page 2 of 2 2016/5/20


