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% Abnova

CUTL1 Pre-design Chimera RNAi

Catalog # : H00001523-R02 ## :[10 nmol ] [ 20 nmol |
List All
Specification Application Image
Product Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) RNAi Knockdown

Description: (CUTLA1), transcript variant 3, mRNA.

Reactivity: Human
Supplied DEPC water
Product:

Target Refseq: NM_181500

Target Region: Coding sequence

Storage Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
Instruction: product integrity.
Note: Position of the Chimera RNAI.

The related RNAI products listed below were designed from different
accesion number but sharing the same RNAIi sequence.
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Applications

RNAi Knockdown

Gene Information

Entrez GenelD: 1523
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Gene Name:

Gene Alias:

Gene
Description:

Omim ID:

Gene Ontology:

Gene Summary:

Other
Designations:

Related Disease

CUX1

CASP,CDP,CDP/Cut,CDP1,COY1,CUTL1,CUX,Clox,Cux/CDP,GOLIM6,N
bla10317,p100,p110,p200,p75

cut-like homeobox 1

116896

Hyperlink

The protein encoded by this gene is a member of the homeodomain
family of DNA binding proteins. It may regulate gene expression,
morphogenesis, and differentiation and it may also play a role in the cell
cycle progession. Several alternatively spliced transcript variants of this
gene have been described, but the full-length nature of some of these
variants has not been determined. [provided by RefSeq

cut homeobox,cut homolog,cut-like 1, CCAAT displacement
protein,golgi integral membrane protein 6,putative protein product of
Nbla10317

Tobacco Use Disorder

FRFERK | FRALEBOR | EEXMAERE | EubiE

©2016 FEEE AR AR/ Abnova Corporation. RFEFTH.

Page 2 of 2

2016/5/20



