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Specification

Product
Description:

Homo sapiens deleted in azoospermia 1 (DAZ1), mRNA.

Reactivity: Human

Supplied
Product:

DEPC water

Target Refseq: NM_004081

Storage
Instruction:

Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
product integrity.

Note: Position of the Chimera RNAi.
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chick RNA interference.
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Applications

RNAi Knockdown

Application Image

RNAi Knockdown

Gene Information

Entrez GeneID: 1617

Gene Name: DAZ1

Gene Alias: DAZ,SPGY

List All

Catalog # : H00001617-R01 規格規格  : [ 10 nmol ] [ 20 nmol ]

DAZ1 Pre-design Chimera RNAi
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Gene
Description:

deleted in azoospermia 1

Omim ID: 400003

Gene Ontology: Hyperlink

Gene Summary: This gene is a member of the DAZ gene family and is a candidate for
the human Y-chromosomal azoospermia factor (AZF). Its expression is
restricted to premeiotic germ cells, particularly in spermatogonia. It
encodes an RNA-binding protein that is important for spermatogenesis.
Four copies of this gene are found on chromosome Y within palindromic
duplications; one pair of genes is part of the P2 palindrome and the
second pair is part of the P1 palindrome. Each gene contains a 2.4 kb
repeat including a 72-bp exon, called the DAZ repeat; the number of
DAZ repeats is variable and there are several variations in the
sequence of the DAZ repeat. Each copy of the gene also contains a
10.8 kb region that may be amplified; this region includes five exons that
encode an RNA recognition motif (RRM) domain. This gene contains
three copies of the 10.8 kb repeat. However, no transcripts containing
three copies of the RRM domain have been described; thus the RefSeq
for this gene contains only two RRM domains. [provided by RefSeq

Other
Designations:

deleted in azoospermia

Related Disease

Azoospermia Chromosome Deletion Infertility, Male Oligospermia
Sex Chromosome Aberrations Sex Chromosome Disorders of Sex Development
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