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% Abnova

E2F6 Pre-design Chimera RNAI

Catalog # : HO0001876-R06

List All

Specification

g : [ 10 nmol ][ 20 nmol ]

Application Image

Product
Description:

Reactivity:

Supplied
Product:

Target Refseq:

Target Region:

Storage
Instruction:

Note:

Homo sapiens E2F transcription factor 6 (E2F6), transcript variant f,
mMRNA.

Human

DEPC water

NM_212540

3' Untranslated Region (3'UTR)

Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
product integrity.

Position of the Chimera RNAI.
The related RNAI products listed below were designed from different
accesion number but sharing the same RNAIi sequence.

MH_Z125400Homo sapiens)

T
dhl B2 922 1152 1353 1615 1544 2074 2505
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RNAi Knockdown

Gene Information

Entrez GenelD: 1876
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Gene Name:

Gene Alias:

Gene
Description:

Omim ID:

Gene Ontology:

Gene Summary:

Other
Designations:

Related Disease

E2F6

E2F-6,MGC111545

E2F transcription factor 6

602944

Hyperlink

This gene encodes a member of the E2F transcription factor protein
family. E2F family members play a crucial role in control of the cell cycle
and of the action of tumor suppressor proteins. They are also a target
of the transforming proteins of small DNA tumor viruses. Many E2F
proteins contain several evolutionarily conserved domains: a DNA
binding domain, a dimerization domain which determines interaction with
the differentiation regulated transcription factor proteins (DP), a
transactivation domain enriched in acidic amino acids, and a tumor
suppressor protein association domain which is embedded within the
transactivation domain. The encoded protein of this gene is atypical
because it lacks the transactivation and tumor suppressor protein
association domains. It contains a modular suppression domain and is
an inhibitor of E2F-dependent transcription. The protein is part of a
multimeric protein complex that contains a histone methyltransferase
and the transcription factors Mga and Max. Multiple transcript variants
have been reported for this gene, but it has not been clearly
demonstrated that they encode valid isoforms. [provided by RefSeq

E2F transcription factor 6, isoform 1

Genetic Predisposition to Disease Ovarian Neoplasms
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