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HIST1H1C Pre-design Chimera RNAI

Catalog # : HO0003006-R01 ##5 :[ 10 nmol ][ 20 nmol ]

List All

Specification

Application Image

Product Homo sapiens histone 1, H1c (HIST1H1C), mRNA.
Description:

Reactivity: Human

Supplied DEPC water

Product:

Target Refseq: NM_005319

Storage Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
Instruction: ~ product integrity.
Note: Position of the Chimera RNAI.

RE_005319(Hamo sapiens)
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Applications

RNAi Knockdown

Gene Information

Entrez GenelD: 3006
Gene Name: HIST1H1C

Gene Alias: H1.2,H1F2,MGC3992
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Gene
Description:

Omim ID:

Gene Ontology:

Gene Summary:

Other
Designations:

Related Disease

histone cluster 1, H1c

142710

Hyperlink

Histones are basic nuclear proteins responsible for nucleosome
structure of the chromosomal fiber in eukaryotes. Two molecules of
each of the four core histones (H2A, H2B, H3, and H4) form an octamer,
around which approximately 146 bp of DNA is wrapped in repeating
units, called nucleosomes. The linker histone, H1, interacts with linker
DNA between nucleosomes and functions in the compaction of
chromatin into higher order structures. This gene is intronless and
encodes a member of the histone H1 family. Transcripts from this gene
lack polyA tails but instead contain a palindromic termination element.
This gene is found in the large histone gene cluster on chromosome 6.
[provided by RefSeq

H1 histone family, member 2,0TTHUMP00000017749,histone 1,
H1c,histone H1d

Abortion, Spontaneous Genetic Predisposition to Disease Parkinson Disease
Parkinson disease

ARFSERRK | FRRALEBOR | EERMERE | @ubitE

©2016 TEEE AR AR/ Abnova Corporation. WRFEFTH.

Page 2 of 2

2016/5/21



