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Specification

Product
Description:

Homo sapiens high-mobility group box 2 (HMGB2), mRNA.

Reactivity: Human

Supplied
Product:

DEPC water

Target Refseq: NM_002129

Storage
Instruction:

Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
product integrity.

Note: Position of the Chimera RNAi.
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Applications

RNAi Knockdown

Application Image

RNAi Knockdown

Gene Information

Entrez GeneID: 3148

Gene Name: HMGB2

Gene Alias: HMG2

List All

Catalog # : H00003148-R01 規格規格  : [ 10 nmol ] [ 20 nmol ]

HMGB2 Pre-design Chimera RNAi
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Gene
Description:

high-mobility group box 2

Omim ID: 163906

Gene Ontology: Hyperlink

Gene Summary: This gene encodes a member of the non-histone chromosomal high
mobility group protein family. The proteins of this family are chromatin-
associated and ubiquitously distributed in the nucleus of higher
eukaryotic cells. In vitro studies have demonstrated that this protein is
able to efficiently bend DNA and form DNA circles. These studies
suggest a role in facilitating cooperative interactions between cis-acting
proteins by promoting DNA flexibility. This protein was also reported to
be involved in the final ligation step in DNA end-joining processes of
DNA double-strand breaks repair and V(D)J recombination. [provided by
RefSeq

Other
Designations:

high-mobility group (nonhistone chromosomal) protein 2

Related Disease

Azoospermia Infertility, Male Oligospermia
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