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% Abnova

ORCAL Pre-design Chimera RNAi

Catalog # : HO0005000-R06

List All

Specification

g : [ 10 nmol ][ 20 nmol ]

Application Image

Product Homo sapiens RNA, U36C small nucleolar (RNU36C) on chromosome 9.
Description:

Reactivity: Human

Supplied DEPC water

Product:

Target Refseq: NM_181742

Target Region:

Coding sequence

Storage Store at -20°C, do not exceed 4 - 5 freeze-thaw cycles to ensure
Instruction: product integrity.
Note: Position of the Chimera RNAI.

RNAIi Knockdown

The related RNAI products listed below were designed from different
accesion number but sharing the same RNAIi sequence.

MH_1817d2(Homo sapiens)
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Applications

RNAi Knockdown

Gene Information

Entrez GenelD: 5000
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Gene Name:

Gene Alias:

Gene
Description:

Omim ID:

Gene Ontology:

Gene Summary:

Other
Designations:

Gene Pathway

ORCA4L
ORC4,0RC4P

origin recognition complex, subunit 4-like (yeast)

603056

Hyperlink

The origin recognition complex (ORC) is a highly conserved six subunit
protein complex essential for the initiation of the DNA replication in
eukaryotic cells. Studies in yeast demonstrated that ORC binds
specifically to origins of replication and serves as a platform for the
assembly of additional initiation factors such as Cdc6 and Mcm proteins.
The protein encoded by this gene is a subunit of the ORC complex. It
has been shown to form a core complex with ORC2L, -3L, and -5L.
Three alternatively spliced transcript variants encoding the same
protein have been reported. [provided by RefSeq

origin recognition complex subunit 4

Cell cycle

Related Disease

Genetic Predisposition to Disease
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